
Hs --MQVAMNGKARKEAVQTAAKELLKFVNRSPSPFHAVAECRNRLLQAGFSELKETEKWN--IKPESKYFMTRNSSTIIAFAVGGQYVPGNG-FSLIGA 93
Sc -MFRIQLRTMSSKTCKSDYPKEFVSFLNSSHSPYHTVHNIKKHLVSNGFKELSERDSWAGHVAQKGKYFVTRNGSSIIAFAVGGKWEPGNP-IAITGA 96
Pf -----------MDKKAREYAQDALKFIQRSGSNFLACKNLKERLENNGFINLSEGETWN--LNKNEGYVLCKENRNICGFFVGKNFNIDTGSILISIG 85
Pc -----------MDKKAREYAQEAIKFIQRSGSSFMACKNLREKLESHGLIHIKEGDQWK--LQKNQGYVLCKENRNICSFFVGKNFNINNGSILISIG 85
Py SFVSVVILFKQMDKKAREYAQEALKFIQRSGSNFMACKNLREKLESHGLIHIKEGDQWK--LQKNQGYVLCKENRNICSFFIGKNFNINNGSILISIG 96
Pk ----MQPTDDTMEKKVRDYAQGAVKFIKKSGSNFLACKNLREKLEEKGFKRIQEGEKWD--LRKNEGYVFSKQNRNICGFFIGKDFNMEKGSILISIG 92
Pv -----------MEKKAREYAQGAVRFIQKSGSNFLACKNLREKLEERGFKRIHEGEKWE--LRKNEGYVLSKQSRNICGFFIGKDFTIEKGSILISIG 85
               .      .:  : *:: * * : :  : :::* . *: .: * : *   :  :  *.. ::. .* .* :* .:   .  : :  .

Hs T SPCLRVKRRSRRSQVGFQQVGVETYGGGIWSTWFDRDLTLAGRVIVKCPTSGRLEQQLVHVERPILRIPHLAI LQRNINENFGPNT--EMHLVP 189
Sc T SPALRIKPISKRVSEKYLQVGVETYGGAIWHSWFDKDLGVAGRVFVKDAKTGKSIARLVDLNRPLLKIPTLAI LDRDVNQKFEFNR--ETQLLP 192
Pf I SCALKISPNNNVIKKKIHQINVECYGSGLWHTWFDRSLGLSGQVLYK--KGNKLVEKLIQINKSVLFLPSLAI LQNRTRYDFSVKINYENHIKP 181
Pc I SCALKISPNNKVTKDQISQLNVECYGSGLWHTWFDRSLGLSGQVVYK--KDNKLVEKIIQINKSVLFLPSLAI LQNRTRYDFSVKVNYENHLKP 181
Py I SCTLKISPNNKVTKDQISQLNVECYGSGLWHTWFDRGLGLSGQVVYK--KDNKLIEKIIQINKSVLFLPSLAI LQNRTRYDFSVKVNYENHLKP 192
Pk V TCCLKISPNNNTVKSKVNQLNVECYGSGLWHTWFDRSLGLSGQVVYK--KDDKLVEKLIQINRSIIFLPSLAI LQNRTRFEFSVKVNFENHLKP 188
Pv I SCCLKVSPNNNVVKSKLHQLNVECYGSGLWHTWFDRSLGLSGQVLYK--KEGKLVERLIQINKSLLFLPSLAI LQNRTRFEFSVKINYEAHLKP 181
   * *:  *::.  ..  .    *:.** **..:* :***:.* ::*:*. *  . .:   :::.:::.:: :* *****:.  . .*  :   * :: * 

Hs IL-----ATAIQE-------------------------------------------ELEKGTPEPGPLNAVDER--------------------HHSV 219
Sc IGGLQEDKTEAKT-------------------------------------------EKEINNGEFTSIKTIVQR--------------------HHAE 227
Pf IISTTLFNQLNKCKRNNVHHDTILTTDTKFSHKE KHTKDNPNSKDIVEHINTDNSYP 279
Pc ILSTVLYEKLIKG-----------------------------------------NENISEKNNS-----STDDEDKNSKN-------------INSSP 220
Py IISTLLYEKLIKG-----------------------------------------NENILEKNISNIDDNNNDDDDMNSKN-------------LNSSP 236
Pk IISTVLYDQLIKGK---------------------------------------EKQNTDAFTEDTLHAEKIQDKCLNGDD--ASPSCLSHQENPNSSP 245
Pv ILSTLLYEHLVKG----------------------------------------GKPGAASPTEDATDADNAQEKRLDAED--HSPSCHSHQENPNSSP 237
   *          :                                                 . .        :                     :   

Hs LMSLLCAHLGLS-PKDIVEMELCLADTQPAVLGGAYDEFIFAPRL NLHSCFCALQALIDSCAGPGSLA----------------------------- 287
Sc LLGLIAKELAIDTIEDIEDFELILYDHNASTLGGFNDEFVFSGRL NLTSCFTSMHGLT--LAADTEID----------------------------- 294
Pf LLYLLSKELNCK-EEDILDFELCLMDTQEPCFTGVYEEFIEGARF NLLGSFCVFEGFIELVNSIKNHT-------------SNENTNHTNNITNDIN 363
Pc LLYLLANELKCK-EDDILDFELCLMDTNQPCFTGVYEEFIEGARF NLLGTFSVFEAYIELIKMIKSE--------------------------NNKN 291
Py LLYLLANELKCK-EEDILDFELCLMDTNKPCFTGVYEEFIEGARF NLLGTFGVFEAYVELIKNLKNE--------------------------DNEN 307
Pk LLYTLAKELQCE-EKDILDFELCLMDVNEPCFTGAYEEFIEGARF NLLGSYCVFEAFAEMIDMLKG--------------------KTPPSDGAVLP 322
Pv LLYTLAKELQCQ-EKDILDFELCLMDVNQPCFTGAYEEFIEGARF NLLGSFCVFEAFAEMVDMLRGGAEAAAGAAAAAEGEASAAGAASAGAAAAPP 334
   *:  :. .*  .  .** ::** * * : . : *  :**: . *:*** . :  :..

H
H
H
H
H
H
H

D
D
D
D
D
D
D

D
D
D
D
D
D
D

H
H
H
H
H
H
H

NSQNKRDDQMCHSFNDKDVSNHNLDKNTIEHLTNQQNEEKN



Hs --TEPHVRMVTLYDN VGSESAQGAQS-----LLTELVLRRISASCQH--------------PTAFEEAIP----KSFMISA MAHAV PNYLDKHE 360
Sc --RESGIRLMACFDH IGSSSAQGADSNFLPNILERLSILKGDGSDQT--------------KPLFHSAILETSAKSFFLSS VAHAV PNYANKYE 376
Pf DNIHNNLYISIGYDH IGSLSEVGARSYCTKNFIDRIISSVFKKEIHE-------------KNLSVQEIYGNLVNRSFILNV MAHCS PNYPETVQ 448
Pc EPLENNLYICIGYDH IGSLSEIGAQSYFTKSFIERIIGNIFKNELKN-------------NETTVDEIYGSLSSRSLILNV MAHCG PNYPETIQ 376
Py --LGNNLYICIGYDH IGSLSEIGAQSYFTKNFIERILGNIFKNELKN-------------NDITIDEIYGSLSNRSLILNV MAHCG PNYPETIQ 390
Pk PEAHANLYICIGYDH IGSLSEVGAQSYFTQNFIKRILTAISSSQVGQNTHP--------SSPTSIDELYGSLMSRSLILNV MAHCS PNYPETVQ 412
Pv PGAHANLYICIGYDH IGSLSEVGAQSYFTQNFIKRILAAVCSSHACDAASATTSSAATASAPPSIDELYGSLMSRSLLLNV MAHCS PNYPETVQ 432
         : :   :*:**:** *  ** *     :: .:     .                      ...       :*:::. *:**. **** :. :

Hs ENHRPLFHKGPVIKVNSKQRYASNAVSEALIR------EVANKVKVPLQDLMVRNDTPCGTTIGPILASRLGLRVLDLGSPQLAM SIREMACTTGVL 452
Sc SQHKPLLGGGPVIKINANQRYMTNSPGLVLVK------RLAEAAKVPLQLFVVANDSPCGSTIGPILASKTGIRTLDLGNPVLSM SIRETGGSADLE 468
Pf DNHQLFFHEGIAIKYNTNKNYVTSPLHASLIKRTFELYYNKYKQQIKYQNFMVKNDTPCGSTVGSMVAANLSMPGIDIGIPQLAM SIREIAAVHDVF 546
Pc QSHHLRFHDGIAIKYNTNKNYVTSPYYACLLKRTFELYQNQYNQKIKYQNFMIKNDTPCGSTVGSMVASNLSMPGMDIGISQLAM SIREIAAIHDIY 474
Py QNHHLRFHEGIAIKYNTNKNYVTSPYYACLLKRTFELYQNQNNQKIKYQNFMIKNDTPCGSTVGSMVAANLSMPGMDIGIPQLAM SIRELAAIHDIY 488
Pk ANHQLFFHEGIAIKYNTNRNYATSPYYTCLLKRTFELFTSKFNEKIKYQNFMVKNDTPCGSTVGSMVASNLSMPGVDIGIPQLAM SIREIAAVRDIY 510 
Pv ASHQLFFHEGIAIKYNTNKNYVTSPYYTCLLKRTFELFASNFNEKIKYQNFMVKNDTPCGSTVGSMVAANLSMPGIDIGIPQLAM SIREIAAVRDVY 530
    .*:  :  * .** *:::.* :..    *::            ::  * ::: **:***:*:*.::*:. .:  :*:* . *:****** .   .:   

Hs QTLTLFKGFFELFPSLSHNLLVD- 475
Sc FQIKLFKEFFERYTSIESEIVV-- 490
Pf FLIKGVFAFYTYYNQVLSTCVHDK 570
Pc YLIKGVFAFYAYYNQVLSTCVHDA 498
Py YLVKGIFAFYAYYNQVLSSCVHDS 512
Pk YLVKGILAFYTYYSHVHASCVPDE 534
Pv YLVKGVLAFYAYYSHVLASCVPDA 554
     :. .  *:  :  :    :
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